TABLE 1. Examples of p53-interacting Proteins

p53 domain

involved in Selected
p53-interacting protein Method interaction references
Activating Transcription Factor 3 (ATF3) GST pull-down,co-IP FL 1
Ataxia-Telangiectasia-Mutated (ATM) GST pull-down FL 2
Bcl-XL co-IP, GST pull-down DNA-binding domain 3
Collaborator of ARF (CARF) co-1P FL 4
Checkpoint kinase 2 (Chk2) GST pull-down, co-IP amino terminal 5,6
Constitutively Photo-morphogenic 1 (COP1) IP-tagged protein, silver staining 7

+ mass spectrometry

Glycogen Synthase Kinase-3 3 (GSK3p), P carboxyl terminal 8
Herpesvirus-Associated Ubiquitin-Specific mass spectrometry of affinity-

Protease (HAUSP) purified p53-associated factors FL 9
Human ortholog, Silent information regulator (hSir2)  co-IP, IF carboxyl terminal and central 10
c-Jun-N-terminal kinase (JNK) co-IP amino terminal 11
Muscle Segment homeodomain family, vertebrate co-1P FL 12

homolog 1 (Msx1)

NADPH:quinone oxidoreductase 1 (NQO1) gel filtration, co-IP FL 13,14

Poly(ADP-Ribose) Polymerase-1 (PARP-1) P central and carboxy-terminal 15

fragments

Protein Inhibitor of Activated STAT (PIAS) Y2H, co-IP FL 16, 17

p53-induced protein with a RING H2 domain (Pirh2) co-1P DNA-binding domain 18

Promyelocytic leukemia protein (PML) GST pull-down and IVT DNA-binding domain 19

P300/CBP co-IP, ChIP amino terminal 20

Polo-like kinase 1 (Plk1) co-1P DNA-binding domain 21

Redox factor 1/ AP-Endonuclease 1 (Ref-1/APE1) far-western and IP-western FL 22

assays in vitro

Scaffold/Matrix Attachment Region binding co-IP FL 23
protein-1 (SMAR1)

S100B co-1P FL 24

TBP-Associated Factor 1 (TAF1) co-1P carboxyl terminal 25

Transformation/transcription domain associated co-IP, GST pull-down carbooxyl terminal 26
protein (TRRAP), hGen5, TAF;30

Werners’ syndrome protein (WRN) co-1P FL 27

14-3-3 co-IP, GST pull-down carboxyl terminal 28

The proteins listed in this table represent some (not all) of the factors identified as p53 interactors since 1998. The significant majority of these inter-

actions were identified and characterized by targeted co-IP or by other biochemical means; in contrast, two-hybrid and other genetic approaches have
been less useful for identification of p53 interactors. IP, immunoprecipitation; Y2H, yeast two-hybrid; IVT, in vitro translation; ChIP, chromatin IP; FL,
full length; IF, immunofluorescence.
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